
ProtScale: The website is part of the larger ExPASy group of 
software that does both Hydrophobicity and Chou-Fasman
Secondary Structure predictions. URL: 
https://web.expasy.org/protscale/

Paste amino acid sequence 
into form. Use the 
sequence without the title 
line for best results.

NOTE:URL for the TMHMM part -> https://dtu.biolib.com/DeepTMHMM

https://dtu.biolib.com/DeepTMHMM


Peaks indicate predicted regions of Hydrophobicity

Changes size of sliding window

Hit Submit
Produces predictions

Y-Axis: 
Hydrophobicity 
Score. The higher 
the peak the 
more hydrophobic 
the region.

X-Axis: Amino acid 
position of input 
protein sequence



Select a different radio button to perform alpha-helix, 
beta-sheet, or many other single-sequence protein 
analyses. 

For alpha-helix 
predictions


