
To	see	how	PAM	and	BLOSUM	matrices	
are	used	in	BLAST	analyses,	select	Protein	
Blast



Paste	sequence	in	box.

Click	to	modify	
algorithm	parameters.



Here	is	the	dropdown	menu	to	
change	substitution	matrices.





Click	link	to	see	alignment.



The	positives	(+)	
in	the	alignment	
indicate	good	
high	scoring	
mismatches.	
Matrix	scores	>0.


